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215 Val Ser Leu Lys Gly Asn Asn Leu lie Trp Thr Leu Lys Asp Ser Ala 

216 995 1000 1005 

218 Gly Glu Val Arg Gin lie Thr Phe Arg Asp Leu Pro Asp Lys Phe Asn 

219 1010 1015 1020 

221 Ala Tyr Leu Ala Asn Lys Trp Val Phe lie Thr lie Thr Asn Asp Arg 

222 1025 1030 1035 1040 

224 Leu Ser Ser Ala Asn Leu Tyr lie Asn Gly Val Leu Met Gly Ser Ala 

225 1045 1050 1055 

227 Glu lie Thr Gly Leu Gly Ala lie Arg Glu Asp Asn Asn lie Thr Leu 

228 1060 1065 1070 

230 Lys Leu Asp Arg Cys Asn Asn Asn Asn Gin Tyr Val Ser lie Asp Lys 

231 1075 1080 1085 

233 Phe Arg lie Phe Cys Lys Ala Leu Asn Pro Lys Glu lie Glu Lys Leu 

234 1090 1095 1100 

236 Tyr Thr Ser Tyr Leu Ser lie Thr Phe Leu Arg Asp Phe Trp Gly Asn 

237 1105 1110 1115 1120 

239 Pro Leu Arg Tyr Asp Thr Glu Tyr Tyr Leu lie Pro Val Ala Ser Ser 

240 1125 1130 1135 

242 Ser Lys Asp Val Gin Leu Lys Asn lie Thr Asp Tyr Met Tyr Leu Thr 

243 1140 1145 1150 

24 5 Asn Ala Pro Ser Tyr Thr Asn Gly Lys Leu Asn lie Tyr Tyr Arg Arg 
246 1155 1160 1165 

248 Leu Tyr Asn Gly Leu Lys Phe lie lie Lys Arg Tyr Thr Pro Asn Asn 

249 1170 1175 1180 

251 Glu lie Asp Ser Phe Val Lys Ser Gly Asp Phe lie Lys Leu Tyr Val 

252 1185 1190 1195 1200 

254 Ser Tyr Asn Asn Asn Glu His lie Val Gly Tyr Pro Lys Asp Gly Asn 

255 1205 1210 1215 

257 Ala Phe Asn Asn Leu Asp Arg lie Leu Arg Val Gly Tyr Asn Ala Pro 

258 1220 1225 1230 

260 Gly He Pro Leu Tyr Lys Lys Met Glu Ala Val Lys Leu Arg Asp Leu 

261 1235 1240 1245 

263 Lys Thr Tyr Ser Val Gin Leu Lys Leu Tyr Asp Asp Lys Asn Ala Ser 

264 1250 1255 1260 

266 Leu Gly Leu Val Gly Thr His Asn Gly Gin He Gly Asn Asp Pro Asn 

267 1265 1270 1275 1280 

269 Arg Asp He Leu He Ala Ser Asn Trp Tyr Phe Asn His Leu Lys Asp 

270 1285 1290 1295 

272 Lys He Leu Gly Cys Asp Trp Tyr Phe Val Pro Thr Asp Glu Gly Trp 

273 1300 1305 1310 

275 Thr Asn Asp 

276 1315 

279 <210> SEQ ID NO : 2 

280 <211> LENGTH: 21 

281 <212> TYPE: DNA 

282 <213> ORGANISM: Artificial Sequence 

284 <220> FEATURE: 

285 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic 

286 oligonucleotide 
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288 <400> SEQUENCE: 2 

289 gagcatatga aaaaccttga t 21 

292 <210> SEQ ID NO: 3 

293 <211> LENGTH: 22 

294 <212> TYPE: DNA 

295 <213> ORGANISM: Artificial Sequence 

297 <220> FEATURE: 

298 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic 

299 oligonucleotide 

301 <400> SEQUENCE: 3 

302 cggatcctta gtcgttggtc ca 22 

305 <210> SEQ ID NO: 4 

306 <211> LENGTH: 34 

307 <212> TYPE: DNA 

308 <213> ORGANISM: Artificial Sequence 

310 <220> FEATURE: 

311 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic 

312 oligonucleotide 

314 <400> SEQUENCE: 4 

315 ggttgcgact ggtacttcta aggatccgaa ttcg 34 

318 <210> SEQ ID NO: 5 

319 <211> LENGTH: 34 

320 <212> TYPE: DNA 

321 <213> ORGANISM: Artificial Sequence 
32 3 <220> FEATURE: 

324 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic 

325 oligonucleotide 

327 <400> SEQUENCE: 5 

328 ccaacgctga ccatgaagat tcctaggctt aagc 34 

331 <210> SEQ ID NO: 6 

332 <211> LENGTH: 34 

333 <212> TYPE: DNA 

334 <213> ORGANISM: Artificial Sequence 

336 <220> FEATURE: 

337 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic 

338 ol igonucleotide 

340 <400> SEQUENCE: 6 

341 gactggtact tcgttccggc tgatgaaggt tgga 34 

344 <210> SEQ ID NO : 7 

345 <211> LENGTH: 34 

346 <212> TYPE: DNA 

347 <213> ORGANISM: Artificial Sequence 

349 <220> FEATURE: 

350 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic 

351 oligonucleotide 

353 <400> SEQUENCE: 7 

354 gaccatgaag caaggccgac tacttccaac ctgg 34 

357 <210> SEQ ID NO : 8 

358 <211> LENGTH: 34 t 
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